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Table 1. Description of SCoT and CDDP primers used for evaluation of genetic
diversity in Sylibum marianum

Al g s A L S5 /CG Temperature (°C)
Marker type  Marker name Sequence (5'-3")
SCoT6 CAA CAA TGG CTA CCA CGC 56 55
SCoT12 ACG ACA TGG CGA CCA ACG 58 61
SCoT17 ACC ATG GCT ACC ACC GAG 58 61
SCoT42 CAA TGG CTA CCA TTA GCG 54 50
SCoT SCoT48 ACA ATG GCT ACC ACT GGC 56 55
SCoT49 ACA ATG GCT ACC ACT GCG 56 55
SCoT52 ACA ATG GCT ACC ACT GCA 54 50
WRKY-R3 GCA SGT GTG CTC GCC* 73 54
ERF3 TGG CTS GGC ACSTTC GA 65 57
KNOX-1 AAG GGS AAG CTS CCS AAG 61 58
WRKY-R3B CCG CTC GTG TGS ACG 73 54
MYBI1 GGC AAG GGC TGC CGC 80 57
CDDP  \iypo GGC AAG GGC TGC CGG 80 57
MADS-1 ATG GGC CGS GGC AAG GTG C 74 66

54 25 s UPGMA r;i,;\n ooy S eslizul
53 p 5 ¢SS 4y (PCA) ol ail sn Jilows
o (ak?u'\NTSYS—PC, Version 2.02
e 5 (S5 ¢ 55 e g 45 o 5o
S e bas 055 5 e S8
Cs S Syse  GenALEX6.3 155l 5

.(Rohlf, 1993)
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L saids® U Sue s TBE 1X 5L
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u,@w\;ﬁw&,urw(w,b ool
5 5 & s (Bio Rad) ¢S5 sslizul L
U PV (GRS PSPPI
sy pde s (V)55 S5 53 AeT
Ol 13 Sj Cals s asslael () g
NI PR Y HY ENCH
o8 s 5 5,5 (similarity coefficient)
ol sl cal 0 w.o 38
Gl g jle b g Lalomer 5o
NSl s ¢SS 4 (Similarity Matrix)
L glas o 5JUT as s GenALEX6.3
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59 (TABIFA) JS ki )l 55 OF sl o
2L ST S s lajls Mo do)s
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Table 2. SCoT and CDDP Erimers and their amplification results generated in

Syblium marianum accessions
S S
Marker type ~ Marker name Amplicon .

length (bp) TNB  NPB P%0) PIC MI

SCoT6 250-1900 13 13 100 0.29 3.86

SCoT12 500-1950 12 12 100 0.22 2.67

SCoT17 800-1800 11 11 100 0.18 2.02

SCoT42 600-1500 5 3 60 0.35 1.06

SCoT SCoT48 450-1400 8 6 75 0.24 1.45
SCoT49 300-1500 7 4 57 0.12 0.48

SCoT52 800-2000 6 4 66.66 0.24 0.98

Mean 8.85 7.57 79.8 0.23 1.79

WRKY-R3 300-1500 8 8 100 0.38 3.04

ERF3 250-1750 8 8 100 0.32 2.59

KNOX-1 150-1800 8 8 100 0.45 3.61

CDDP WRKY-R3B 300-1500 6 2 33.33 0.31 0.61
MYBI1 350-1700 8 6 75 0.43 2.61

MYB2 300-1800 13 13 100 0.43 5.59

MADS-1 300-1500 7 5 71 0.43 2.16

Mean 8.28 7.14 82.76 0.39 2.89

(ki Sl (gl gime PIC  JSikir Ao ys P (JSikiz slayls sldas (NPB clayls JS™ sl TNB

Sles Jasls MI

TNB: Total number of bands, NPB: Number of polymorphic bands, P (%): Percentage of
polymorphism, PIC: Polymorphic information content, MI: Marker index.

Sz s (LAS/Y) s i 0T Ll 00 sl
Y JS) 55 IS &S (WA 0T Hles
ST 55 edos 5 slaylsi slad o i

A

ST ecia il ol s ol
BE) cufi&)}_a_: u_f.l BE) oala .l 3y gn CDDP
o3 ghmme 3 2yl JB 555 OA & s azme

ol A8 AT s 4 5l i V0 = VAL
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Fig. 1. Banding pattern of SCoT12 marker in 40 studied S. marianum plants.
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Fig. 2. Banding pattern of MYB1 marker in 40 studied S. marianum plants.
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Fig. 3. UPGMA-derived dendrogram of 40 S. marianum plants based on simple
matching coefficient using SCoT data. For accessions designations refer to Tabel 4.
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Fig. 4. UPGMA-derived dendrogram of 40 S. marianum plants based on simple
matching coefficient using CDDP data. For accessions designations refer to Tabel 4.
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Table 3. Analysis of molecular variance using SCoT

and CDDP markers data
SCoT CDDP
axryd oNbs il okl ok ol il okl
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N Variance Variance
S5.0.V. Ol e gf MS SE (%) MS SE (%)
| e 7 218.925 4.831 40 231.950 4.805 35
Between accession
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Within accession
& 39 446.725 11.950 100 523.550 13.917 100
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Fig. 5. Two dimensional plot of first and second components coordinates of SCoT
marker data for 40 S. marianum plant
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Table 4. Comparison of polymorphism ratio (%) among studied S. marianum accessions
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Accession (A) K) ™) H) L) S E) M) Mean
SCoT 33.85 61.29 25.81 51.61 50.00 41.94 45.16 41.94 43.94
CDDP 39.66 50.00 41.38 39.66 56.60 60.34 51.72 60.34 49.96

A: Ardestan, K: Khorramabad, N: Khomein, H: Ahvaz, L: Mollasani, S: Sari, E: White Isfahan,

M: Hungary
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