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For almost half a century Mycobacterium avium subspecies paratuberculosis (MAP) 316F and MAP III & V strains have been
used in preparation of paratuberculin at Razi institute. In order to characterize their genomic properties, a multi-approach strat-
egy was employed to authenticate their identity (PCR-IS900 or PCR-F57), their type (PCR-Collins, PCR-gyrA or PCR-gyrB)
and their genotype (MLVA-Thibault or SSR-Amonsin). Consequently, both strains proved to be MAP and from a cattle type. In
MLVA the genotype was found to be INMV2, a type identical to that of the French MAP 316F Merial sub-strain. In explanation
of these observations, the identical patterns of both studies strains in MLVA as well as SSR typing might be a case of coinci-
dence or a an indication of a mutual ancestral clone. Besides, the fact that the supplier of MAP 316F strain studied here is the
Turkish Etlik institute, it is likely that the original source for this strain is French. Application of the strategy developed in this

study on indigenous MAP isolates will improve the current molecular epidemiology understanding of paratuberculosis in Iran.
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IS4+ f TTC TTG AAG CGT GTT CGG GGC C "
IS+ r GCG ATG ATC GCA GCG TCT TTG G o
Fovf ACC GAA TGT TGT TGT CAC CG
This study
FéVr GGA CAC CGA AGC ACA CTCTC
DMCaYa- TTG ACA ACG TCA TTG AGA ATC C
DMCoY) - TCT TAT CGG ACT TCT TCT GGC )
DMCaYY- CGG ATT GAC CTG CGT TTC AC
GYRB-'f CGC GGT TAG CTG GGT AGA AA
GYRB-r TCA GGC CCT TGT TGA GGA AC
GYRB-Yf GGC TAC GAG TGG TCG CAG TA
GYRB-'r CTC ACC TTG ACC GAG ATC ACC
Tadayon K, unpublished data
GYRB-Yf GTT CGC CAA CAC CAT CAA CA
GYRB-'r GTG ATG ATC GCC TGC ACT TC
GYRB-Yf CGC GCA AGT CGG AAT TGT AT
GYRB-¥r CAT TGC GGG TGA TGA AGC TG
GYRA-f CGA TGA GCG TAA TCG TCG GC
GYRA-r CCT CTT CCA CCT CAA CGA CTC
GYRA-Yf ATC GCC GAC GCC TAC AAG
GYRA-r CGA TGT CGA CGG TTT CCG A
Tadayon K, Unpublished data
GYRA-Yf ACG AGGTCATCGCCCTGAT
GYRA-Yr CTG GGT GGT GAA GAA CAG GA
GYRA-Yf ATC CTG TTC TTC ACC ACC CAG
GYRA-fr TCG CCC TCA CCC AGA TTC AT
MAPY3Y-f (MIRUYY / MIRUY) CTT GAG CAG CTC GTA AAG CGT
MAPYAY-r GCT GTA TGA GGA AGT CTA TTC ATG G
MAP-XY (VNTR)78A / MIRUY) AAC GAG AGG AAG AAC TAA GCC G )
MAP-XY TTA CGG AGC AGG AAG GCC AGC GGG
MAP-MIRUY &f GTC AAG GGA TCG GCG AGG
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MAP-MIRUY ér

TGG ACT TGA GCA CGGTCA T

MAP-MIRUYYf

CGT TGC GAT TTC TGC GTA GC

MAP-MIRU ¥ Vr

GGT GAT GGT CGT GGT CAT CC

MAP-VNTRYf CAT ATC TGG CAT GGC TCC AG
MAP-VNTRYr ATC GTG TTG ACC CCA AAG AAAT
MAP-VNTRYf GAC AAC GAA ACC TAC CTC GTC )
MAP-VNTRVr GTG AGC TGG CGG CCT AAC
MAP-VNTR) « f CTC AAA GTC AGT GTG CCC GA
MAP-VNTR) 1 TCC TCT ACG CGG TCA TCT AC
MAP-VNTRYYf GGA ACA CCA TGC CGA AGT TG
MAP-VNTRY ¥r GCT AAG TTC CGG TTT GCC GA
SSRf ACCTTC ACC CCG AGT ACA AC
SSRr CGG CCT CAT AACCGT TGC T
SSRYf CCT CCA GCC CGG AAT CGT C
SSRYr CTG TTC GCC GCC CAG C
This study
SSRAf CTG GAA GGA CCT GGG CCT
SSRAr CCG CAC ATA CAA GAA GC
SSRAf CCGAGT TCCTCG ACCCAGT
SSRAr GAT GGC GCC GAA CACGATT
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PCR-Collins PCR-F57 PCR-1S900

9 () o Loy (ygimw) MAP I&V 49w O)g0 HO Colins 9 1S900 5F57 LT P URY vem Lot &:.o.l— PCR - Js<i
cdilé ¢ (Invitrogen® Multi-purpose Agarose) aiges 31 oslisw! 550 35999 55! J5 (Y o;louid ¢ygows) MAP 316F
Al o PD Ave J1Ver s3gummo 50 5ya89 Il w3k & (glyls axd, I DNA size marker .ol oo wuo o ¥,) Joleo of

1,000 bp
200 bp

VNTR3 (A), VNTR7 (B), MIRU-VNTR25 (C), MIRU-VNTRA47 o 559! cygumwlSad ol PCR -¥ JsCis
J5 (¥ oyleis ¢ygsw) MAP 316F g (1 o Lo (ygiw) MAP II&V 4y guw 9550 50 (D), MIRU292 (E) and X3 (F)
bl o0 dwoy0 ¥,) Jolee of wdalé ¢ (Invitrogen® Multi-purpose Agarose) aiges 31 solisiw! o yg0 ;589 ;!
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