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Identification of the citrus yellow vein clearing viral disease in Fars Province
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Abstract

Citrus yellow vein clearing virus (CYVCV)is an emerging citrus pathogen that has spread to several countries,
including north of Iran, over the past two decades. During 2023, the typical symptoms of the citrus yellow vein clearing
disease including stunted growth, and vein clearing preceded by a water-soaked appearance on the lateral veins of the
abaxial leaf surface was observed in sour orange trees in an urban area in Shiraz (Fars Province). To detect the virus,
reverse transcription polymerase chain reaction (RT-PCR) was conducted using a specific primer pair targeting the coat
protein (CP) gene. An approximately 610 bp fragment of the coat protein gene was amplified from symptomatic sour
orange samples but not from the samples of healthy trees. Sequencing of one PCR product and a BLASTn search of the
resulting sequence against the GenBank (NCBI) database revealed the highest identity to sequences of Citrus yellow
vein clearing virus isolates. This is the first report of the occurrence of citrus yellow vein clearing disease in Fars
Province. The virus may be present in other parts of southern Iran, which calls for expanded diagnostic screening and
monitoring.
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Figure 1. A: Healthy sour orange tree (right) with natural gowth compared to CYVCV-infected sour orange (left) showing stunting;

B: Leaf vein clearing; C: Water soak of the vein in lower surface of the leaf; D: Symptom of wrinkling on the sour orange leaf.
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Figure 2: Agarose gel electrophoresis for PCR products (approximately 600 bp) of the coat orotein (cp) gene of Citrus yellow vein
clearing virus amplified using the specific primer pair YVCPf/ YVCPr. Line 1-6: Symptomatic sour orange trees; Line C: A healthy

sour orange tree (negative control); M: 3 kb ladder (SL7041, Sinaclon).
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Figure 3: Tree derived based on the coat protein sequences from Citrus yellow vein clearing virus isolates related to sour orange from Fars Province

and other sequences available in GenBank, drawn using MEGA12 software with the Maximum Likelihood method with 1000 bootstrap replicates.
The Fars isolate marked with blue rectangle.
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