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Sl S Aol S 5 sl ks Gl Sl Candge (¥ Js
Marker Genetic Number of Fragment Marker Sequence (5°-3")
distance recombinations size position
SC792 0.00 0 792 Co-segragated 2cacAcacacacacacact
tctgcacttggaggceccaac
SC1028 0.24 5 1028 Proximal cctcgttgggttcgacactcttaacacaca
' cactctctagttagggact
IR-517 0.24 1900 Proximal tgctectegttgggatcgac
. aacaacgtcagtccgggttagtacacaca
SC776 0.60 5 776 Proximal cacacgigtcgag
. caccaccaccaccaccaccactttgaattt
RE426-455 0.60 5 1300 Proximal ctgctacgtteeee
SC1600 0.73 6 1600 Distal catgatgcaaaatggacgtatcagaaagc
' atgatgcaaaatggacgtatcact
SC326 0.85 7 396 Proximal gcatattgggcgtgacacgtacacacaca
' cacaccgatagtcga
IR833 0.85 7 1470 Proximal Tgatccectacacttgtgggtca
RE425-2113 122 10 970 Proximal cacacacacacacacacacagtacgcat
' ccgtgcggeccgaac
RE459-516 1.22 10 1500  Proximal tgetgetgctgetgetgectectegitggg
' atcgacactcc
Xgmd13 122 10 92 Proximal tgcttgtctagattgcttggggategteteg
' tccttggcea
Xbarc8 1.47 12 223 Distal gcgggaatcatgcataggaaaacagaag
' cgggggcgaaacatacacataaaaaca
XWmcA06 1.97 16 217 Distal tatgagggteggatcaatacaacgagtita

ctgcaaacaaatgg

respectively.

1. For REMAP and SCAR markers, the first and second sequence are forward and reverse primer sequences,
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Fig. 1. Banding pattern of the SC1600 marker on some resistant (higher band) and

susceptible (lower band) F, recombinant plants. Number 10 and 16 from the left are
recombinants for this marker
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Fig. 2. Banding pattern of the SC792 marker on some resistant (higher band) and
susceptible (lower band) F, recombinant plants
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